Crystal structure of 5-hydroxy-4,6,9,10-tetramethyl-1-oxo-6-vinyldecahydro-3a,9-propanocyclopenta 
water and dried with anhydrous Na 2 SO4 overnight. The solvent was evaporated in vacuum and the residue was chromatographed on silica gel (petroleum ether:ethyl acetate 2:1 v/v) to a ord a pure product (1.29 g, yield: 74%; m.p. 67-69 o C). Single crystals were obtained by slow evaporation from a dichloromethane solution at room temperature.
Experimental details
Carbon-bound H atoms were placed in calculated positions and were included in the re nement using the riding model approximation, with U iso (H) set to 1.2Ueq(C). The H atoms of the methyl group were allowed to rotate with a xed angle around the C-C bond to best t the experimental electron density, with U iso (H) set to 1.5Ueq(C). The H atoms of the hydroxyl groups were allowed to rotate with a xed angle around the C-O bond to best t the experimental electron density (HFIX 147 in the SHELXL program [8] ), with U iso (H) set to 1.5Ueq(O).
Discussion
Pleuromutilins are important diterpenes which exhibit high activities against drug-resistant Grampositive bacteria and mycoplasmas in vitro and in vivo [1] . Pleuromutilins selectively inhibit bacterial protein synthesis through interaction with prokaryotic ribosomes at the acceptor and donor site (A-and P site, respectively) [2] . This unique antibacterial mechanism makes pleuromutilins display high antibacterial activities with no target-speci c cross-resistance to other antibiotics [3] . The modi cation of pleuromutilin has led to three drugs: tiamulin [4] , valnemulin [5] , and retapamulin [6] . We have been engaged in the design and preparation of the pleuromutilin derivatives with potential biological activities recently. Herein we report the X-ray crystal structure of the title compound which showed potential antibacterial activity.
The crystal structure of the title compound consists of C 34 H 49 NO5S molecules possessing a 5-6-8 tricyclic carbon skeleton and a benzene ring, in which all bond lengths are in normal ranges. The synthesized side chain of pleuromutilin exhibits zig-zag conformation. Six intramolecular H-bonds are formed among the molecules. Also, there are three intermolecular H-bonds (O1-H1· · · O9, O2-H2· · · O5, N2-H2A· · · O4, and O6-H6A· · · O10 linking the molecules to chains along the a direction.
